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Multi-Detection Analyzer

O Synergy Mx, Bio-Tek (28)

[ Synergy Neo2, Agilent (3'H)

Multi-array reader system

[ Sector 600, Meso scale discovery

Multi-Protein analyzer

O Bio-Plex 200 system, Bio-Rad

Protein Slide Scanner

[0 GenePix 4100A, Molecular Devices

Automated Western blot

O Wes, Protein Simple
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